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<212> PRT 
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<210> 2 
<211> 695 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Leu Pro Gly Leu Ala Leu Leu Leu Leu Ala Ala Trp Thr Val Trp 

15 10 15 

Ala Leu Glu Val Pro Thr Asp Gly Asn Ala Gly Leu Leu Ala Glu Pro 

20 25 30 

Gin He Ala Met Phe Cys Gly Arg Leu Asn Met His Met Asn Val Gin 

35 40 45 

Asn Gly Lys Trp Asp Ser Asp Pro Ser Gly Thr Lys Thr Cys He Asp 

50 55 60 

Thr Lys Glu Gly He Leu Gin Tyr Cys Gin Glu Val Tyr Pro Glu Leu 
65 70 75 80 
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<210> 3 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> APP inhibitor peptide 

<221> VARIANT 
<222> 5 

<223> Xaa = Sta = Statine 



<400> 3 

Ser Glu Val Asn Xaa Val Ala Glu Phe 
1 5 



<210> 4 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 



<400> 4 

gctctagaac ccagcacggc atccggctg 29 

<210> 5 
<211> 42 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
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<400> 5 

ccaagcatgc ggccgcaata ggctatggtc atgagggttg ac 42 

<210> 6 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated peptide 

<221> VARIANT 
<222> 1 

<223> Xaa = Abz = amino benzoic acid 

<221> VARIANT 
<222> 12 

<223> Xaa = = Dpa = 9, 10-diphenylanthracene 



<400> 6 

Xaa Ser Glu Val Asn Leu Asp Ala Glu Phe Arg Xaa 
15 10 



